and b and CIDRa1.8a and b primers were used, respectively. ** The summated transcript level of transcripts encoding DBLζ domains, calculated as sum abundances reported by DBLz2+z3+z4/6 primers. Due to the considerable overlap between DBLz4 and DBLz6 primer sets, the transcript level for these domains were analyzed by using only the data from the primer reporting highest transcript level. ***A summated transcript level for all targeted genes encoding DBLε. Figure S1 . Boxplot of non-malaria patient groups' ADAM17 and Ang2 plasma levels. 1 is septicemia and/or meningitis (n=9), 2 is pneumonia or submandibular swelling (n=14), and 3 is gastroenteritis or urinary tract infections (n=9). 
